
Análisis de Cebadores - Período: 2018, Mes: todos los meses

Mejor Set: 19) van der Vries et al. 2010. Ref. 11. doi: 10.1016/j.jcv.2009.09.030. Cui et al. 2016. Ref. 12. doi: 10.1186/s40064-016-3733-9.

Puntaje total: 0.99

Espaciamiento directo-reverso: 59 bases

Posición: 924-946 | Identidad: 100.00% | Puntaje: 23.00

Comparación con secuencia consenso:

Consenso: GGAAAGAAATGCTGGATCTGGTA
|||||||||||||||||||||||

  Directo: GGAAAGAAATGCTGGATCTGGTA

Posición: 976-1004 | Identidad: 95.86% | Puntaje: 27.80

Comparación con secuencia consenso:

Consenso: TGCAATACAACTTGTCAGACACCCGAGGG
|||||||||||||||||:|||||||| ||

    Sonda: TGCAATACAACTTGTCARACACCCGAAGG

Posición: 1006-1027 | Identidad: 100.00% | Puntaje: 22.00

Comparación con secuencia consenso:

Consenso: GCTATAAACACCAGCCTCCCAT
||||||||||||||||||||||

  Reverso: GCTATAAACACCAGCCTCCCAT

Secuencia Consenso Completa:
1 A T GA A GGC A A T A C T A GT A GT T C T GC T GT A T A C A T T T A C A A C C GC A A A T GC A GA C A C A T T A T GT A T A GGT T A T C A T GC GA A
81 C A A T T C A A C A GA C A C T GT A GA C A C A GT A C T A GA A A A GA A T GT A A C A GT A A C A C A C T C T GT T A A T C T T C T GGA A GA C A A GC
161 A T A A C GGA A C GGA A C A A C T A T GC A A A C T A A GA GGGGT A GC C C C A T T GC A T T T GC T A A T GC T A C T GA GY T GGT T C A GA A Y T
241 C C T C A A T A GGT GGT A A A T GT A A C A T T GC T GGC T GGA T C C T T GA T GGGGA A A T C C A GA GT GT GA A T C A C T C T C C A C A GC A A
321 GA T C A T GGT C C T A C A T T GT GGA A A C A T C T A A T T C A GA C A A T GGA A C GT GT T A C C C A GGA GA T T T C A T C A A T T A T GA GGA G
401 C T A A GA GA GC A A H T GA GC T C A GT GT C A T C A T T T GA A A GGT T T GA A A T A T T C C C C A A GA C A A GT T C A T GGC C T A A T C A T GA
481 C T C GA A C A A A GGT GT A A C GGC A GC A T GT C C A A T C A C GC T GGA GC C A MWC A A A A C GGA A C A A GT T C T K C T T GY A T A A GGR R
561 A T C T A R A A A A A GC T T C T A C A A A A A C T T GA T A T GGC T GGT T A A A A A A GGA A A T T C A T A C C C A A A GC T C A A C C A A A C C T A C A
641 T T A A T GA T A A A GGGA A A GA A GT C C T C GT GC T GT GGGGC A T T C A C C A T C C A C C T A C T A C T GC T GA C C A A A T C T Y C C C A A A G
721 T C T C T A T C A GA A T GC A GA T GC A T A T GT T T T T GT GGGGA C A T C A A GA T A C A GC A A GA A GT T C A A GT C C C GGA A A T A GC A A C
801 A A GA C C C A A A GT GA GGGA T C A A GA A GGGA GA A T GA A C T A T T A C T GGA C A C T A GT A GA GC C GGGA GA C A A A A T A A C A T T C G
881 A A GC A A C T GGA A A T C T A GT GGT A C C GA GA T A T GC A T T C A C A A T GGA A A GA A A T GC T GGA T C T GGT A T T A T C A T T T C A GA T
961 A C A C C A GT C C A C GA T T GC A A T A C A A C T T GT C A GA C A C C C GA GGGT GC T A T A A A C A C C A GC C T C C C A T T T C A GA A T GT A C A
1041 T C C GA T C A C A A T T GGGA A A T GT C C A A A GT A T GT A A A A A GC A C A A A A T T GA GR C T GGC C A C A GGA T T GA GGA A T GT C C C GT
1121 C T A T T C A A T C T A GA GGC C T A T T C GGGGC C A T T GC C GGC T T C A T T GA A GGGGGGT GGA C A GGGA T GGT A GA T GGA T GGT A C
1201 GGT T A T C A C C A T C A A A A T GA GC A GGGGT C A GGA T A T GC A GC C GA T C T GA A GA GC A C A C A A A A T GC C A T T GA T A A GA T T A C
1281 T A A C A A A GT A A A T T C T GT T A T T GA A A A GA T GA A T A C A C A GT T C A C A GC A GT GGGT A A A GA GT T C A A C C A C C T T GA A A A A A
1361 GA A T A GA GA A T C T A A A T A A A A A A GT T GA T GA T GGT T T C C T GGA C A T T T GGA C T T A C A A T GC C GA A C T GT T GGT T C T A C T G
1441 GA A A A T GA A A GA A C T T T GGA C T A T C A C GA T T C A A A T GT GA A GA A C T T GT A T GA A A A A GT A A GA A A C C A GT T A A A A A A C A A
1521 T GC C A A GGA A A T T GGA A A C GGC T GC T T T GA A T T T T A C C A C A A A T GC GA T A A C A C A T GC A T GGA A A GT GT C A A GA A T GGGA
1601 C T T A T GA C T A C C C A A A A T A C T C A GA GGA A GC A A A A T T A A A C A GA GA A A A A A T A GA T GGA GT A A A GC T GGA A T C A A C A A GG
1681 A T C T A C C A GA T T T T GGC GA T C T A T T C A A C T GT C GC C A GT T C A T T GGT A C T GGT A GT C T C C C T GGGGGC A A T C A GC T T C T G
1761 GA T GT GC T C T A A T GGGT C T C T A C A R T GT A GA A T A T GT A T T T A A C A T T A GGA T T T C A GA A T C A T GA


